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RESUMEN

Objetivos: Determinar la caracteristica morfolégica, diversidad genética y actividad invertasa
de los aislamientos nativos de Aspergillus sp. de las zonas de La Libertad, Ica, Lima y Junin.
Métodos: Investigacion es descriptiva, de tipo basica y transversal. Se aislaron especies del
género Aspergillus sp, que fueron descritos morfoldgica y molecularmente. El estudi6 de
diversidad genética se utiliz6 la técnica de RAPD-ISSR en 79 aislamientos de Aspergillus sp,
donde se construyé dendogramas, utilizando el coeficiente de Jaccard y el algoritmo UPGMA
(Unweighted Pair-Group Method using Arithmetic Average). La estructura genética se estimé
con el analisis molecular de variancia (AMOVA) y la diversidad mediante los indices de
Shannon y Nei. Para la actividad invertasa se utilizé el método de 3,5-acidodinitrosalicilico.
Resultados: Se identificaron 11 especies del género Aspergillus sp. La diversidad genética del
género Aspergillus sp, mostré 23 grupos genéticos y 15 para A.niger. Siendo La Libertad mas
diversa con un indice de Shannon (0.2745) y respecto al grupo de A. niger , Icay Lima la zonas
mas diversa, con un indice de Shannon (0.2754). Estas zonas presentan alta variabilidad, y
segun el AMOVA realizado: 81% entre accesiones por zona y solo 19% entre zonas.
Finalmente con el método de 3,5-acidodinitrosalicilico, 10 especies fueron consideradas con
alta actividad invertasa. Conclusién: Existe mas de un grupo genético de especies de
Aspergillus sp en la zonas estudiadas, siendo predominante A. niger y mas diversa en la zonas

de Icay Lima, mostrando un alto potencial de uso, para la produccién de invertasa.

Palabras Clave: Aspergillus sp, RAPD e ISSR, Caracterizacién molecular, Diversidad genética

y actividad invertasa.
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ABSTRACT

Objetive:To determine the morphological feature, genetic diversity and invertase activity of
native isolates of Aspergillus sp. areas of La Libertad, Ica, Lima and Junin. Methods: Research
is descriptive, and transversal basic. Species of the genus Aspergillus sp, which were described
morphologically and molecularly isolated. He studied genetic diversity RAPD-ISSR was used in
79 isolates of Aspergillus sp, where it was built dendrograms using the Jaccard coefficient and
(Unweighted Pair-Group Method using Arithmetic Average) UPGMA algorithm. The genetic
structure was estimated molecular analysis of variance (AMOVA) and diversity indices by
Shannon and Nei and the method of 3,5-acidodinitrosalicilico was used for invertase activity.
Results: 11 species of the genus Aspergillus sp were identified. The genetic diversity of the
genus Aspergillus sp, showed genetic groups 23 and 15 for A. niger. Being the most diverse
Libertad with Shannon index (0.2745) and for the group of A. niger, Ica and Lima the most
diverse areas, with an index of Shannon (0.2754). These areas are highly variable, according to
the AMOVA performed 81% between accessions by area and only 19% between zones. Finally
the method &cidodinitrosalicilico 3,5-10 species were considered high invertase activity with.
Conclusion: There is more than one genetic group of species of Aspergillus sp in the areas
studied, being predominant A. niger and most diverse in the areas of Ica and Lima, showing a

high potential for use for the production of invertase.

Keywords: Aspergillus sp, RAPD and ISSR, molecular characterization, genetic diversity and

invertase activity.
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